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Figure 7.7 An irical d ion that sexual reproduction linkage

disequilibrium  Each of several populations of fruit flies began in complete linkage dise-
quilibrium {upper and lower bar graphs on the left). Over 50 generations, all populations
approached linkage equilibrium (bar graph on the right). Redrawn from Clegg et al.
(1980), with frequencies in the bar graph on the right inferred from data therein.
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Table 6.4
Examples of heritability for traits in various organisms
(estimated by various methods).
Trait Heritability
Amount of white spotting in Frisian cattle 0.95
Slaughter weight in cattle 0.85
Plant height in corn .70
Root length in radishes 0.65
Egg weight in poultry 0.60
Thickness of back fat in pigs 0.55
Fleece weight in sheep 0.40
Owarian response to gonadotropic hormone in rats 0.35
Milk production in cattle 0.30
Yield in corn 0.25
Egg production in poultry 0.20
Egg production in Drosophila 0.20
Ear length in corn 0.17
Litter size in mice 0.15
Conception rate in cattle 0.05
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Sir Ronald A. Fisher
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