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Locus

Acph
Pgm-1
Pgm-2
Adk
Pept-A

Pept-C
Pept-D
Adn
6Pgdh
Aph
Amy
Gpt

H = % der heterozygoten Loci unter allen Individuen

Enzym

Acid phosphotase
Phosphoglucomutase-1
Phosphoglucomutase-2
Adenylate kinase

Peptidase-A

Peptidase-C

Peptidase-D

Adenosine deaminase
6-Phosphogluconate dehydrogenase
Alkaline phosphatase (placental)
Amylase (pancreatic)
Glutamate-pyruvate transaminase

after Harris & Hopkinson (1972) J. Human Genet 36:9

(gemessen: 71 Loci bei Européaern)
(Ayala 1982, Tab.2.9)
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DNA sequence Protein sequence

3 5
Nomat  LOATGSTACOAGAA (G- -G

a 5

I-sase ACAGATGGTACGACAA Eysteind-(Levcine)-( Proling)~ Vaine -Cysteind)
3 5

1-Base IA(:A:\TGI‘I‘ACPACIM

Mutationto & TTGTACG &

a stop codon @

Imniou: c:.:. E slﬁcninrqnaalﬁaci.cﬂ‘caqaﬂlcmf *e

FH3, Fig 4.5
Organism Mutation Value Units
Bacteriophage T2 Lysis inhibition r — r* 1% 10 Rate: mutant
(bacterial virus) Host range h* = h 3x107° genes per gene
replication
Escherichia coli Lactose fermentation lac — lac* 2x1077
(bacterium) Histidine requirement his™ — his* 4% 107 Rate: mutant
his* — his™ 2 % 10°% ‘;.ﬂl.s per cell
Chiamydomonas Streptomycin sensitivity str* —» sor” 1% 10°¢ e
reinhardtii (alga)
Neurospora crassa Inositol requirement inos™ — inos” 8x 107 Frequency
(fungus) adenine requirement ad~ — ad* 4% 1078 per asexual
spore
Drosophila melanogaster Eye color W — w 4% 107%
(fruit fly)
Mouse Dilution D — d 3% 107%
Human
1o autosomal dominants Huntington's chorea 0.1 = 10‘:
Mail-patella syndrome 0.2 % 10~
Epiloia (predisposition to a type of 04-0.8 x 1073 Fr::];;e;:{e
brain tumor) L
Multiple polyposis of large intestine 1-3 % 1073
Achondroplasia (dwarfism) 4-12 % 1073
Neurofibromatosis (predisposition 3-25 % 103
to tumors of nervous system)
to X-linked recessives Hemophilia A 2-4 % 107
Duchenne's muscular dystrophy 4-10 > 107°
in bone-marrow Normal — azaguanine resistance 7 % 107 Rate: mutant
tissue-culture cells cells per
cell division
FH, Tab.4.2, 4.1
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FH3, Fig 4.7

FH3, Fig 4.10
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FH3, Fig 4.12
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le 6.4 Changes in genotype frequencies with successive
: generations of selfing

TIhe frequency of allele A4, is p and the frequency of allele A, is . Note that al-
lele frequencies do not change from generation to generation—only the geno-
ype frequencies. After Crow (1983).
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FH3, Fig 6.16
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Zystische Fibrose

normal
FH3, Fig 5.26
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