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Evol in diploid pops
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A

Frequency of melanic form in England
(1959-1995)
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Beispiel: Motte (Panaxia dominnula) x*> = 2(B-E)?E
g%;;-:;;,y%:&,; Beobachtet Erwartet X
A4 1469 pN= 1467.1 | 0.002
AB 138 | 2p.p,N= 1415 | 0.087
BB 5 pg*N= 3.4 0.753
N=1612

Y

Beispiel: Coelopa frigida
- -

WY Mt
= — ]j

s
64
35
N=111
— ; 2N =222 Allele

Erwartet
Frequenz Individuen
0.157 17.43
0.478 53.06
0.365 40.51
1.000 111.00
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Beispiel: Fliegen (Coelopa frigida)

Erwartet
Beobachtet Frequenz Individuen
BB 12 0.157 17.43
BD 64 0.478 53.06
DD 35 0.365 40.51
N=111 1.000 111.00
2N =222 Allele
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